Conservation of Lahontan cutthroat trout
Oncorhynchus clarkii henshawi
Nevada's native cutthroat trout
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Lahontan Hydrographic Basin
Native Range of
Lahontan cutthroat trout

Lakes & Playas
’ Perennial lake or pond

25 Intermittent lake or pond
;5 Dry lake or pond

Rivers

Carson
~"—— Humboldt
~nw== Quinn
~r—— Truckee
~r—— Walker
Elevation
Value

- High : 3774

Low : 1146 Kilometers

OR




Lahontan cutthroat trout Status

» Listed as Endangered in 1973

- Downlisted to Threatened in 1975

r

Currently found in
<99% of
historical
distribution in
western basin

<90% in eastern
basin.
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Non-equilibrium model




rainbow trout photo credit: USFS
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v'population

extirpation

= Egg-laying sites in mountain streams
& Clear-cut (logged) areas
- Roads

- Irregular, infrequent dispersal; minimal gene flow
between subpopulations



Dunham and Peacock. 2001. http://www.fs.fed.us/rm/boise/publications/
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Main Stem Mary's River

North Fork Humboldt River
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Interconnected stream systems in the Humboldt River
drainage




regions populations individuals

long-term short-term
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allozymes mtDNA microsatellites minisatellites
Inference /‘/A%/ \ l
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Wrights F statistics
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Bayesian Clustering Analysis
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Bayesian Clustering Analysis
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Marys River basin
Global Fsr = 0.119
Pair-wise Fs; = 0.006-0.319

(Neville, H. M., J. B. Dunham, and M. M. Peacock. 2006. Landscape attributes and life history variability
shape genetic structure of trout populations in a stream network. Landscape Ecology 21:901-916)




Maggie Creek System

Beaver Creek
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Coyote Creek
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Beaver Creek N = 53
Coyote Creek N =49
Little Jack creek N = 34

Maggie Creek 2003
Global Fg; = 0.046
Pair-wise
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Beaver Creek N =71
Coyote Creek N = 15
Little Jack creek N = 24

Maggie Creek 2007
Global Fgr = 0.044
Pair-wise

Fe; = 0.053-0.078
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Maggie Creek 2007
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S woms Goryon Maggie Creek 2009
Global Fgr = 0.053
[ Beaver Croek | Pair-wise

Fer = 0.051-0.082

| Maggie cr. |
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Beaver Creek N = 93
Coyote Creek N = 69
Little Jack creek N = 38




Maggie Creek 2009
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